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A M E N D E D A B ST R ACT R E S U LT S TABLE 2. Comparative activity screen of LBM415, a deformylase inhibitor, and selected comparison classes of antimicrobial agents tested against staphylococci (6,066 strains), streptococci (1,966 strains) and Table 3. Comparative antimicrobial activity screen of LBM415, a deformylase inhibitor, tested against
enterococci (1,275 strains; all regions). H. influenzae (982 strains) and M. catarrhalis (27 strains; all regions).
, , , o , MIC (ug/ml) MIC (ug/ml) MIC (ug/ml)
Background: LBM415 (LBM) is the first of the peptide deformylase inhibitor (PDI) class compounds being developed for the treatment ° Amon the most common bacterlal agents Of Communlt -ac u|red neumonla and Skln - _ . . . o . : -
of community-acquired respiratory tract infections (CARTI) and skin and soft tissue infections (SSTI). In this study, we evaluated the d E truct fect; > 99% gf tanhvl . i/ tq .p £ f : d M Antimicrobial agent (no. tested) % susceptible? % resistant? Antimicrobial agent (no. tested) % suseERiElis %% resistant? AnlmlCFObla' agent (no. tested) 50% 90% % susceptible % resistant
spectrum and potency of LBM against a large, recent (2004) international collection of targeted pathogens. ana skin structure intections, = o O Staphylococcl, streplococcl, £. laecium, an ) S. aureus H. ;’zlsiittliz:?s.usceptible 756)
: e o : . _
catarrhalis were inhibited at 4 pyg/ml or less of LBM415, as were 90% of H. influenzae and e T e | | L BMA15 1 A 0.03.3 b b
Methods: Non-duplicate, clinically-significant bacterial isolates (10,733 strains) were collected from > 70 medical centers participating 949 of E. faecalis strains (Tab|e 1)_ LBM415 0.5 | 0.03->32 b b B-haemolytic streptococci (421) Amoxicillin/Clavulanate 0.5 1 <0.06-4 100.0 0.0
in the global LBM surveillance program, including strains from North America, South America, Europe, and Asia geographic areas. All Erythromycin 0.25 >8 <0.06->8 30.0 18.8 LBM415 0.5 1 0.06-2 - - Ceftriaxone <0.008 0.016 <0.008-1 100.0 =
isolates were tested using NCCLS broth microdilution susceptibility testing methods against LBM and representative comparator agents _ Clindamycin 0.12 0.12 <0.06->8 96.4 3.1 Penicillin <0.016 0.06 <0.016-0.12 100.0 - g;;or;ap?]phenmo' <§225 g% <0522;3>2 ggg 81
used in the empiric or directed therapy of the presumed species. Interpretive criteria, where available, were those of CLSI (M100-S15). ¢ All LBM415 MIC values except for one were <4 ug/ ml for S. aureus and coagulase-negative Doxycycline <1 <1 <1->8 98.5 0.2 Ceftriaxone <0.25 <0.25 <0.25-0.5 100.0 - LavoloesT <0.03 <0.03 <0.03-0.25 100.0 b
staphylococci. MICs, and MICs, values for S. aureus were 0.5 and 1 pg/ml for oxacillin- Gentamicin <2 <2 <2->8 98.5 1.3 Erythromycin <0.06 8 <0.06->8 79.8 19.7 élzithtfmycin_ 1 126 5‘;26';‘,2 18090-40 O—:
Results: The antimicrobial activity and cumulative MIC frequency distributions of LBM for selected species are in the table: : : . : : Levofloxacin 0.12 0.25 <0.03->4 94.9 4.9 Clindamycin <0.06 <0.06 <0.06->8 92.7 6.7 AnIAe e . b : .
susceptible strains, and both 1 ug/ml for oxacillin-resistant strains (Table 2). Cnerolid 5 5 0155 100.0 : QuimuoristiDaloarsti oo o o5 s i Quinupristin/Dalfopristin 4 >4 <0.5->4 - i
MIC (ug/mi) Cum. % of strains inhibited at MIC (ug/ml): Quinupristi.n/DaIfopristin <0.25 0.5 <0.25->2 99.9 0.1 Linezolid 1 1 0.95-2 100.0 b ampicillin-resistant (226) b b
Organisms (no. tested) 1 o One isolate (1/4,931; 0.02%) of a methicillin-susceptible S. aureus was found during 2004 Vancomycin 1 1 0.25-2 100.0 0.0 T — 0.5 1 0.12->4 99.0 1.0 P e —— 2 8 %.00-15 — =
qatislolon ool 1 ! 92 99 99 >99 that demonstrated a MIC of > 32 pug/ml, and represented the first high-level resistant strain oxacillin-resistant (1.968) Vancomyain 0.5 0.5 <0.12-1 100.0 % Ceftriaxone <025 | <0.25 <0.25 100.0 b
Coag-neg staphylococci (CoNS; 1,190) 0.5 2 87 99 100 - o : Chloramphenicol <5 <5 <516 95 1 3 1
S. pneumoniae (SPN; 1,423) 0.5 1 91 99 100 - ever recovered from a clinical source. LBM415 1 1 <0.016->8 -° -° N | =l <095 <005 20.95-1 100.0 0.0
Viridans group streptococci (122) 0.12 05 99 100 i i Erythromycin >8 >8 <0.06->8 10.4 88.9 Slann edpl b b Levofloxacin <0.03 <0.03 <0.03-0.06 100.0 i
B-haemolytic streptococci (421) 0.5 1 97 100 - - _ _ o o Clindamycin >8 >8 <0.06->8 41.8 58.1 LBM415 0.12 0.5 <0.016-2 - - Azithromycin 1 2 0.12->8 98.7 -b
Enterococci (ENT: 1,319) > 4 33 69 96 100 o Among all S. pneumoniae strains tested, regardless of penicillin susceptibility patterns, Doxycycline <1 4 <1->8 91.7 1.4 Penicillin 0.06 4 <0.016-32 61.5 10.7 glarithromycjin 8 16 <0.25->32 87.0 2.2
; : : : . _ . uinupristin/Dalfopristin 4 >4 <0.5->4 - -
i’ :aeC?"S ((9:’316?) - . - gg 19040 100 LBM415 was uniformly active with MICs, values of 0.5 pg/ml and MICe values of 1 to 2 fe”t:m'c'” fi >2 52584 :41 ggg e EE =025 2 =l R &2
. faecium - evofloxacin > > <0.03-> /. : Erythromycin 1 4 <0.06->8 475 50.8 M .
" : < - . =U. : : . catarrhalis (27)
I(_)Itr.]e;lGram—p)(aTltlgvgeO?peC|es (44) 0.225 j 2: 17050 9—0 9—8 Hg/ml (range from < 0.016 to 4 “g/ml) Linezolid 2 2 0.25-4 100.0 - Clindamycin <0.06 4 <0.06->8 87 7 115 LBM415 0.25 0.5 0.03-2 -b -b
. Influenzae (HI; ' isti isti - icilli - : :
M. catarrhalis (MCAT; 27) 0.25 0.5 96 100 - - . . . . iy . S:r:r;iﬂlili:/[)a”op”ﬁm 01'5 01'5 53222_22 1909(;_80 gf, Quinupristin/Dalfopristin 0.5 1 =0.25-2 975 0.0 f\énv‘éﬁf'x'lﬂff aanae 55.103 55.103 50.3(13—?).06 188.8 >
o LBM415 was also uniformly active against beta-haemolytic and viridans-group streptococci Linezolid 1 1 0.12-2 100.0 b Azithromycin <0.06 i <0.06-0.12 100.0 i
Characteristics of the collection included: 40% oxacillin-resistant (OR) SA; 74% OR CoNS; 18% penicillin-R SPN; 15% vancomycin- with MICs, values of 0.5 and 0.12 pg/ml, respectively, and MICe values of 0.5 pg/ml and Coagulase-neg. staphylococci Ll 1 1 S 257 o g:f;;;“g;mycm S —— =208 e o3
R ENT; and 23% ampicillin-R HI. LBM displayed potent activity against staphylococci, streptococci, E. faecium and MCAT, resulting 1 pg/m. oxacillin-susceptible (250) Vancomycin 0.5 1 <0.12-1 [ . Tetracycline <0.25 0.5 <0.25-0.5 100.0 0.0
in a > 99% inhibition at < 4 pg/ml; 94% of E. faecalis strains and 90% of HI strains were also inhibited at this level. Inhibition at < 8 LBM415 1 2 <0.016->4 -b -b Quinupristin/Dalfopristin <0.5 - <0.5-4 -b -b
ug/ml was also notable for B. cepacia (77%) and S. maltophilia (80%; data not shown). No differences were noted in the activity of Erythromycin 0.25 >8 <0.06->8 65.2 34.8 Enterococcus faecalis S | _ | | | ,
o _ . oo A . . . . . . . . ; : a.  Susceptibility criteria of the CLSI [2005]. Breakpoints for H. influenzae were applied for interpretation of M. catarrhalis results.
LBM between S and R subsets of SA, CoNS, SPN, ENT and HI for antimicrobials such as oxacillin, penicillin, ampicillin, macrolides, o No difference was noted in the activity of LBM415 against vancomycin-susceptible or Clindamycin <0.06 0.12 <0.06->8 92.4 7.2 vancomycin-susceptible (894) b.  No criteria have been established:
i i i i i i ivity di : Lo : : ) D [ 1 2 1- 4.4 . _ b b
v.an(?(.)mycm and quoroqumoIon.es. While regional differences were apparent with some comparator agents, LBM activity did not vary resistant enterococci, with MICs, and MIC., results for vancomycm—susoeptlble E. faecalis OXyCy§ tﬂe = <1->8 9 0.8 LBM415 2 4 0.03-8
significantly between geographic area samples. being 2 and 4 pg/ml and vancomycin-resistant E. faecalis, 4 and 4 pg/ml. For vancomycin Gentamicin =2 =2 =2->8 94.0 22 Ampicillin <1 2 <1->16 99.4 0.6 N L I N
| M \Y yCin-resli : IS, v : \Y yCin- Levofloxacin 0.25 0.5 <0.03->4 90.4 9.6 . C O C U S O S
_ _ . . : = Chloramphenicol 8 >16 <2->16 78.1 21.4
Conclusions: The first in class PDI to enter clinical development has consistently shown a wide-spectrum of activity against common susceptlble and -resistant E. faecium, MICs, and MICqy values were 1 and 2 pg/ ml. izl L L b2 [ > L evofloxacin 1 >4 0.06->4 68.1 31.7
- : : : : : : : : : Quinupristin/Dalfopristin <0.25 <0.25 <0.25-0.5 100.0 0.0
pathogens of the respiratory tract and skin and soft tissue, including resistant subsets, with few regional differences detected. Given _ Gentamicin (high-level) <500 >1000 <500->1000 67.0 330 ] o ,
the unique mode of action and pending favorable pharmacokinetic/pharmacodynamic characterization, PDI compounds promise to : o : : vancomycin 1 2 0.25-2 1000 0.0 : hiche _ ¢ LBM415 d|3p|ay5 d broad—spectrum Of aCthlty agalnSt the common Gram'
o6 & sianificant ad or the tarqeted indicat 0 LBM415 displayed a broader range (0.03 to 2 pg/ml) of activity against a collection of other Streptomycin (high-level) 1o L 09.2 308 " : . . . : : :
e a significant advance for the targeted indications. USRS | | _ _ oxacilin-resistant (885) Quinupristin/Dalfopristin 2 P <0.5-52 0.3 96.1 positive pathogens, including resistant subsets, with no regional differences in
Gram-positives including species of Aerococcus, Bacillus, Corynebacteria, Leuconostoc, —
LBM415 0.5 2 <0.016->4 _b _b Linezolid 2 2 0.5->8 99.8 0.2 tenc rent
L . potency apparent.
Listeria, Micrococcus and Rothia, although the group MICs, and MICg (0.25 and 2 pg/ml, Erythromycin 8 8 <0.06->8 21.6 77.6 Teicoplanin 0.25 0.25 <0.12-4 100.0 0.0
respectively) remained within achievable plasma concentrations. CHAC T 0.25 =8 =0.06->8 S 46.0 o _ o , _ _
INTR O DU C Tl O N Doxycycline <1 4 <1->8 91.8 2.0 vancomycin-resistant (21) e  The majority of Gram-negative fastidious species (H. influenzae and M. catarrhalis)
Gentamicin 4 >8 <2->8 50.2 33.9 b b . cy s
: . : . . LBM415 4 4 0.5-8 - -
e  LBMA415 displayed activity against both H. influenzae and M. catarrhalis (Table 3), although Levofloxacin 4 >4 0.06->4 35.1 54.4 Aol , . e o~ v were also inhibited by LBM415.
Th f resist in bacterial path st tl keted antimicrobial tshasb significant medical : : - ' ' 25- : -b = ' |
& emergence.o. resistance in bacteria pal ogen .o curre.n .y mar ee. antimicrobial agen a. ecome a. ignificant me .|ca the MIC-, and MIC., of both amp|C|II|n—suscept|bIe and amp|C|II|n-reS|stant H. influenzae (1 Lm.eZO“c.j . - 1 1 0.25-2 100.0 Chioramphenicol o 16 P 5 4 159
management crisis. The result has been an increase in morbidity, mortality and health-care costs in both inpatient and outpatient _ _ Quinupristin/Dalfopristin <0.25 0.5 <0.25->2 99.1 0.3 _ o A | f i b | th td d f | : hbt d hbt
settings. The limited number of antimicrobial classes and the common occurrences of cross-resistance within and between classes and 4 Ug/mla and 2 and 8 Ug/ml, reSpeCtlvely) are 8 to 16-fold hlgher than those for M. Vancomycin 1 2 <0.12-4 100.0 0.0 LeVOﬂO’fa_C'” . >4 >4 >4 0.0 100.0 S a Class of antimicropials, € pep Ide de Ormy ase INNIoItor COmpOun S exnipol
create an urgent need to identify new classes of compounds that display novel mechanisms of action. catarrhalis (0.25 and 0.5 pg/ml, respectively). :te ntimlcm-(h'(ghhﬁel) ) E 333 1388 S1500000_>12000000 o7 o a spectrum of activity and unique mode of action that promises to be a significant
S. pneumoniae reptomycin (nigh-ieve < > < -> : : . . . . . .
Peptide deformylase (PDF), a highly conserved metalloproteinase, is required in bacteria for protein maturation. The PDF enzyme can _ o _ _ . penicillin-susceptible (925) b b Quinupristin/Dalfopristin >2 >2 1->2 4.8 95.2 advan(?e In chemotherapy targeting infections of the respiratory tract and skin
also be present in eukaryotic cells, specifically within mitochondria, but is much less active than in bacteria making inhibitors of PDF ° While LBM415 does demonstrate modest activity against B. cepacia and S. maltophilia, '—BM%15 0.5 - =0.016-4 - - Linezolid 1 2 1->8 90.5 9.5 and skin structure.
promising targets as antibacterial agents. such activity is not consistent with readily achievable concentrations. geﬂ;'ax"”e 5822 5055 30225;2 1808060 100'09 Teicoplanin >16 >16 <0.12->16 28.6 71.4
rythromycin <0. <0.25-> : :
LBM415 (also known as NVP PDF-713) is one of the first PDF inhibitors to advance into clinical trials for the oral and parenteral treatment _ o _ _ L o gll:ri]:jnr]iifil:/Dalfo g §<00'255 §<00'255 SS?Z'TB 19050'00 32 Enterococcus faecium ® Examination of additional candidate com pou nds to optlm |Ze Spectru m and
of community-acquired respiratory tract and skin and skin structure infections caused by susceptible Gram-positive and -negative ° Reglonal ant|b|ogram differences were apparent with some species; activity of LBM415 Levoflzxacin & _1' _1' 0‘1'2_>4 98.4 1.6 vancomycin-susceptible (187) pOtenCy IS warranted.
organisms. Recent studies have described QC guidelines for both disk and broth microdilution methods for use in clinical trial testing. against targeted Species did not vary, however, between geographic samples. Chloramphenicol 7 s <-2—>16 99'1 0'9 LBM415 ’ 5 0.06-4 b b
Spectrum of activity evaluations of the targeted species, including resistant subsets, has demonstrated a potential role for LBM415 Rifampin 05 05 _<O 51 100.0 0.0 Ampicillin >16 >16 <1->16 17.1 829
in the treatment of the indicated infections. o _ o o _ VEnee e 0.5 05 <0.06-0.5 100.0 ) Chloramphenicol 8 16 <2->16 80 8 6.5
TABLE 1. Summary of antimicrobial activity at individual MIC values of LBM415 tested against 13 Levofloxacin - - 0.06->4 219 206 SELECTED R E F E R E N C ES
In this report, we summarize the results of testing LBM415 and selected comparator agents against a worldwide collection of organism groups including 10,903 isolates (all regions). oenicillin-intermediate (248) Gentamicin (high-level) 2500 21000 | <500-1000 - oor
contemporary (2004) clinical isolates. This collection of 10,733 isolates included predominantly staphylococci, streptococci, enterococci, - _b _b S
P . ry.( ) . .p Y Py : P : - : LBM@S L 1 <0.016->2 Streptomycin (high-level) <1000 >2000 <1000->2000 55.6 44.4 Anderegg TR, Biedenbach DJ, Jones RN, The Quality Control Working Group. (2003). Quality control guidelines for MIC susceptibility testing of NVP PDF-713, a novel
Haemophilus influenzae and Moraxella catarrhalis and was tested by standardized reference methodologies (broth microdilution) with Cumulative % inhibited at MIC (ug/ml): Ceftriaxone 0.12 0.5 <0.008-4 09.6 0.4 Quinupristin/Dalfopristin 1 5 <0.05-50 259 20 peptide deformylase inhibitor. International Journal of Antimicrobial Agents 22:84-86.
categorical interpretations made using current Clinical and Laboratory Standards Institute (CLSI, formerly NCCLS) criteria. Organisms (no. tested) (E)II’.ytZromycl:ln 0125 >322 5060265_>322 jj: 2(03: Linezolid 2 2 0.5-2 100.0 0.0 Anderegg TR, Jones RN, The Quality Control Working Group. (2004). Disk diffusion quality control guidelines for NVP PDF-713: A novel peptide deformylase inhibitor.
wgs < < _ . . . . . . . ~
Gram-positive c |r.1 am.y(t:IIn/D P _<6 : ;) - _<.O 5_? 106 : ; O Toicoplanin 05 05 <0.12-1 100.0 0.0 Diagnostic Microbiology and Infectious Disease 48:55-57.
S. aureus (4,931) 18 48 92 99 99 99 99 99 100 uinupris Ir] alfopristin = = = : : Apfel CM, Locher H, Evers S, Takacs B, Hubschwerlen C, Pirson W, Page MGP, Keck W. (2001). Peptide deformylase as an antibacterial drug target: Target validation
M AT E R I A L S A N D M E T H 0 D S Coagulase-negative staphylococci (1,1905 | 28 51 87 99 100 ) ) ) _ | evofloxacin 1 1 0.25->4 99.2 0.8 Jancomyein-resistant (173) and resistance development. Antimicrobial Agents and Chemotherapy. 45:1058-1064.
S. pneumoniae (1,423) 32 69 91 99 100 . 3 - : Chloramphenicol 4 4 <0.5->2 99.2 0.8 RV : ; G o o Clinical and Laboratory Standards Institute. (2005) Performance standard for antimicrobial susceptibility testing. Document M100-S15. Wayne, PA:CLSI.
iri ' - - - - - Rifampin <0.5 <0.5 <0.5->2 99.2 0.8 Sl e - 3
viridans grqup StreptOCOC_CI (122) 83 93 99 100 Vanco?n i 0.95 05 <0.06-1 100.0 ) Ampicillin >16 >16 2-516 17 98.3 Credito K, Lin G, Ednie LM, Appelbaum PC. (2004). Antistaphylococcal activity of LBM415, a new peptide deformylase inhibitor, compared with those of other agents.
Bacterial strains. The organisms (10,733 strains) included: 6,121 staphylococci (2,853 oxacillin-resistant), 1,423 Streptococcus pneumoniae E’haemc"yt'.c Strepts’cocc' (421) 41 68 97 100 - - - - - y ' ' = ' o o . . . 97' : : 2 Antimicrobial Agents and Chemotherapy 48:4033-4036.
(925, 248 and 250 penicillin-susceptible, -intermediate and -resistant, respectively), 421 B-haemolytic streptococci, 122 viridans group nterozoi:ec(;’l?; Z;_I 6 g 12 gg 2: :2 ::88 - - - senicillin-resistant (250) Sl .enlco =<2 Ednie LM, Pankuch G, Appelbaum PC. (2004). Antipneumococcal activity of LBM415, a new peptide deformylase inhibitor, compared with those of other agents.
Streptococcus spp., 1,081 vancomycin-susceptible enterococci, 194 vancomycin-resistant enterococci, 990 Haemophilus influenzae E ool = o o5 53 03 100 : : : : CBMATS 05 1 0.06.2 b b LeVOfIO)fa_C'n _ >4 >4 st e 0 Antimicrobial Agents and Chemotherapy 48:4027-4032.
(226 ampicillin-resistant), 27 Moraxella catarrhalis, 22 Burkholderia cepacia, 211 Stenotrophomonas maltophilia and 44 other gram- _ G;am_ etive soecies (441 . . - o : : : : : e 1 : <O.OO8 - — - Gentamicin (high-level) <5600 >1000 <500->1000 60.7 39.3 Fritsche TR, Moet GJ, Jones RN. (2004). Commercial broth microdilution panel validation and reproducibility trials for NVP PDF-713, a novel inhibitor of bacterial peptide
e . . i . . C . . P P ertriaxone =U.UUG- : : Streptomycin (high-level) <2000 <2000 <1000->2000 329 67.1 deformylase. Clinical Microbiology Infection 10:857-860.
positive isolates (see Table 1 for details). All isolates were non-duplicate consecutive clinical isolates submitted from numerous medical Erythromycin 4 ~30 <0.06->32 30.8 68.8
centers located in the Americas and Europe that contributed to various surveillance programs for the year 2004. Identifications were Gram-negative Clindamycin ~0.25 -2 <0.95-29 56.0 40 4 Quinupristin/Dalfopristin 0.5 1 <0.25->2 94.8 1.2 Eﬁlﬁfgxrlplqo r?jlr?ceé HA%}I_SJI%%&LF;SI /lj\bgfr)’?Se:nFZINéf(Ii%?gzhgg;nypjﬁnggithirr?néCrobial characterization of LBM415 (NVP PDF-713), a new peptide deformylase inhibitor of
performed by the submitting laboratories and confirmed using standard biochemical algorithms, including use of the Vitek System H. influenzae (990) 3 15 49 75 90 08 99 100 _ S ot - <0 E Linezolid 2 2 0.5-8 98.8 0.6 | ' '
- : Sy lDEE Bl 0.5 L =0.5-1 1000 e : : Giglione C, Pierre M, Meinnel T. (2000). Peptide deformylase as a target for new generation, broad spectrum antimicrobial agents. Molecular Microbiology 36:1197-
(bioMerieux, Hazelwood, MO). M. catarrhalis (27) 89 96 96 100 - - - - - Levofloxacin 1 1 0.5->4 99.6 0.4 Teicoplanin >16 >16 0.25->16 7.5 . 12%5_ ! ’ ' e y J J ’ P gents. gy <o
B. cepacia (22) - - - 9 32 7 82 86 100 Chloramphenicol 4 16 <2->16 81.2 18.8
- = : ' J RN, Fritsche TR, Sader HS. (2004). Antimicrobial t d activity of NVP PDF-713, | peptide deformylase inhibitor, tested against 1,837 t Gram-
Antimicrobial agents and susceptibility testing. Compound LBM415 was obtained from Novartis Pharmaceuticals (East Hanover, NJ, S. maltophilia (211) <1 1 3 11 44 80 93 98 100 Rifampin <0.5 <0.5 <0.5-1 100.0 0.0 Other Gram-pos. species (44)° pggie’ctsve clinical isolates, giaegrnostié Mic)obirc]nllorg;gn&a/n?‘gggorsgn Dissase 49:63.65, 7 OVET PORTED SETTMYISss [0y, Te5E a9 eoeT
. . . . . . _ . _ . . _ 0 _ _ _ _b _b
USA). All strains were tested by the broth microdilution method [NCCLS, 2003] in cation-adjusted Mueller-Hinton broth (with 2 - 5% a.  Includes S. auricularis (four strains), S. capitis (18 strains), S. chromogenes (one strains), CONS (531 strains), S. cohnii (one strain), S. epidermidis (462 strains), S. haemolyticus (60 e Uzs Uie 01 1ebe LBM415 Jazs 2 SHeEE2 National Committee for Clinical Laboratory Standards. (2003). Methods for dilution antimicrobial susceptibility tests for bacteria that grow aerobically, 6th edition: Approved
Iysed horse blood added for testing of streptococci and Haemophilus Test Medium (HTM) for testing of H. influenzae) against a variety strains), S. hominis (50 strains), S. intermedius (one strain), S. lugdunensis (eight strains), S. saprophyticus (14 strains), S. schleiferi (one strain), S. simulans (six strains), Staphylococcus standard M7-A6. Wayne, PA:NCCLS.
. . . . . . . (11 strains), S. i (17 strains) and S. xylosis (four strains).
of antimicrobial agents representing the most common classes and examples of drugs used in the empiric or directed treatment of b. Isnpc?udesi‘.raalxzzm (12/1?:{:1’3), E.Scraza;;]:/i;ar]vus (%ﬁfztsraiﬁg)r, Z.rﬂzfans (one strain), E. faecalis (916 strains), E. faecium (361 strains), E. gallinarum (12 strains), E. hirae (three strains), Wise R, Andrews JM, Ashby J. (2002). In vitro activities of peptide deformylase inhibitors against gram-positive pathogens. Antimicrobial Agents and Chemotherapy
the indicated pathogen' Dry—form microdilution panels and broth reagents were purchased from TREK DiagnOStiCS (OhiO, USA)' C gotzggﬁﬁgﬁjgzrj:rzggicncsgsaggpa&ﬁ?gfrgﬁ'tg Sga%i/tlg ::)rslr(]‘?t) strains), Corynebacterium spp. (seven strains), Leuconostoc spp. (one strain), Listeria spp. (eight strains), Micrococcus E- ﬁlgsggtzt:;ilggvgi;Z;iOefstgf)lics;:hitd[m%]. OIS,
Interpretation of quantitative MIC results was in accordance with CLSI [2005] criteria. | spp. (10 strains) and Rothia spp.l (one strain)., . ’ . | - , | ’ c: Isolates include Aerococcus spp. .(two strains), Bacillus spp. (10 strains), Corynebacterium spp. (seven strains), Leuconostoc spp. (one strain), Listeria spp. (eight strains), Micrococcus spp. (19 strains) and Rothia spp. (one strain). Yuan Z, Trias J, White RJ. (2001). Deformylase as a novel antibacterial target. Drug Discovery Today 6:954-961.




