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- Other drugs tested against Gram-positive isolates included: levofloxacin (LVX), moxifloxacin « For B-haemolytic streptococci, Streptococcus pyogenes and S. dysgalactiae were inhibited by Table 2 Activities of delafloxacin and comparators against the main organism groups isolated from acute bacterial skin and skin structure infections (SENTRY 2014-2016)
Ame n ded Ab stra Ct (tested in 2016 only), clindamycin, daptomycin, doxycycline (tested in 2016 only), erythromycin, <0.06 yg/mL of DLX, while S. agalactiae were inhibited by 1 uyg/mL of DLX (Table 1) e - CLSI’ EUCAST: - - CLSP EUCAST:
' : i ' : TRy : Organism / antimicrobial agent 50 90 %S %R %S %R Organism / antimicrobial agent MIC,, MIC,, %S %R %S %R
linezolid, oxacillin, tetracycline, trimethoprim-sulfamethoxazole, and vancomycin ~ All BHS had a DLX MIC, ., of 0.015/0.03 pg/mL and 99.3% were S to LVX (Table 2) S ———— Oxacilin 05 2 51.6 3.2 51,6 3.2
— Other drugs tested against Gram-negative isolates included: levofloxacin, ciprofloxacin - . - - Delafloxacin 0.008 0.25 Tetracycline =05 >8 86.4 12.7 85.5 13.6
: : : : : , ' ’ ’  Against viridans group streptococci, DLX was very active (MIC 0.008/0.03 yg/mL) (Table 1 - Tigecycline 0.06 0.12 100 0
Background: Delafloxacin (DLX) is a broad-spectrum fluoroquinolone (FQ) antibacterial that has moxifloxacin (tested in 2016 only), amikacin, cefepime, ceftazidime, ceftriaxone, colistin, J | g P | p. | | d (MICs0e5 Hg/mL) ) ot Sios 128 o0 350 o0 o0 Trimethoprim-sulfamethoxazole <05 4 81.6 18.4 81.6 8.3
completed clinical development (oral and intravenous formulations) with the new drug application doxycycline (tested in 2016 only), gentamicin, meropenem, piperacillin-tazobactam, tigecycline, * Against E. faecalis, DLX inhibited 94.5% of isolates at <1.0 yg/mL and 71.5% were S to LVX Moxifloxacin <0.06 2 67.5 16.7 66.8 33.2 M\S/?gg?\lrgy(crir; a) 1 2 100 0 100 0
' Vi ' icillin- C ey C : : Levofloxaci 0.25 0.25 95 5 95 5
DeIaroxaC|r_1 has potent activity against .Staphylococc.us aureus (_SA), both methicillin (M.RSA) — DLX inhibited 100% of VRE from skin infections at an MIC < 1 ug/mL (n=8) EO);%(;(})/r(iilncein sg.gﬁ 0;132 4%94 ;2; %.411 524.17 Lt 22 o2 vk . = .
and FQ-resistant (FQRSA); B-haemolytic streptococci (BHS); viridans group streptococci (VGS); S . _ . _ . it 1 1 150 0 100 A Clindamycin <0 25 0.5 90 1 9.2 38 7 9.9
Enterococcus faecalis (EF); Enterobacteriaceae (ENT); and Pseudomonas aeruginosa (PSA). Y D'-Xomh'b'ted 82.9% of Enterobacteriaceae and 78.6% of P. aeruginosa at 1.0 yg/mL, 87.4% and Oxacillin : >2 54.6 45.4 54.6 45.4 Daptomycin 025 05 100 : 100 :
The table shows in vitro susceptibility results for DLX and comparator agents tested against 81.2% were S to LVX, respectively (Tables 1 and 2) Lalicirils =t = - 3.7 ke = Ervthromycin 015 - 23 e o3 .
ABSSSI clinical isolates collected from patients in 81 US medical centers participating in the Trimethoprim-sulfamethoxazole <0.5 <0.5 98.5 1.5 98.5 1.4 (L)inezsill_id 82 01-5 188 8 188 8
SENTRY surveillance program during 2014—2016 vancomyein 05 1 100 0 100 0 tracvol '
: : : : : MSSA (n=1,726 Tetracycline <0.5 <0.5 91.5 7.1 91.5 8.5
 The most frequently isolated species are shown in Figure 1 Delaff;‘xacm : 0.008 0.25 Tigecycline 0.03 0.12 100 0
Methods: A total of 3,391 staphylococci, 967 BHS, 133 VGS, 235 EF, 1,325 ENT, and 230 PSA PP : : : : : Levofloxaci 0.25 ~4 65.8 308 65.8 34.2 Trimethoprim-sulfamethoxazole <0.5 <0.5 95.7 4.3 95.7 2.8
isolates from patients with ABpSSySI were collected during 2014—2016 and included only 1 isolate/ - S. aureus was the most common pathogen Table 1 MIC distribution of delafloxacin tested against the main organisms Ciprofoxacin >128 >128 0 100 0 100 vancomyein = : s . s :
oo . . e . . L . and organism groups in this study MIC (ug/mL Moxifloxacin <0.06 2 67.5 16.7 66.8 33.2 MR-CONS (n=67)
patient/infection episode. Isolate identifications were confirmed at JM| Laboratories. Susceptibility - MRSA made up 45% of S. aureus isolates (1,437 of 3,163) S /g _ g P z = I(!"g tMICZ - ative % Clindamycin <0.25 2 88.7 1.1 88.6 11.3 Delafloxacin 0.12 1
: : . . rganism / organism group o. of isolates a ug/mL; cumulative % Daptomvain 0.25 0.5 >99 9 >99 9 <0.1 L evofloxacin 4 >4 48.3 50.6 48.3 51.7
testing was pergormegfé:fozrdl?g to CLkSI referegcr:]e broth m'CrOd'IUt'OIn metf?odofllogy, and&?)s(ults - DLX demonstrated potent in vitro activity against S. aureus (MIC,_ ., 0.008/0.25 pg/mL) and (no. of isolates) 0.004 0.008 0015 003 006 012 025 05 1 2 4 8 > "M MG Doxycyoline <0.06 0.12 99 <0.1 97 4 2.1 Moxifloxacin 1 >4 47.5 40 42,5 57.5
were interpret r 1) br ints. r dr N Vv xacin _ : . _ e g Staphylococcus aureus 1,404 593 80 41 168 365 284 84 52 51 38 3 : Clindamycin <0.25 >2 58.6 39.1 56.3 41 .4
ere Interpreted pe (2017) breakpoints. Other drugs tested included levofloxacin (LVX) coagulase-negative staphylococci (CoNS; MIC, .. 0.015/0.5 pg/mL) where LVX susceptibility (S) (3,163) 444 631 657 670 723 838 928 954 971 987 99.9 100.0 0.008 ~0.25 SPLLCGIGE = = I e AL e Daptomycin 0.5 0.5 100 100 0
L . : 0 0 - MSSA Staphy! 1087 395 52 11 26 67 58 14 8 4 3 1 e |
Results: DLX demonstrated potent in vitro activity against SA (MIC,, ., 0.008/0.25 ug/mL) and was 65.8% and 77.2%, respectively (Tables 1 and 2) aurous (1726) o0 620 850 820 895 910 949 o83 994 995 998 999 1000 <0.004 0.06 %ﬁfgggl.ne e cl alt e al e Egﬁz‘r’gﬂ;‘jﬂ — - = — e e
coagulase-negative staphylococci (CoNS; MIC,, ., 0.015/0.5 pg/mL) where LVX susceptibility - DLX was highly active against MRSA, with 94.2% of isolates inhibited by <1.0 ug/mL (MIC_, . LNl S 198 28 S0 142 298 226 70 A4 AT B 2, 012 05 Tigecycline 0.06 0.12 100 ; 100 ; Linezolid 0.5 : 100 0 100 0
. . . . . . y - - - e - 0 . E 0 . . . . . _ O ” >2 >2 O 100 O 100
(S) was 65.8% and 77.2%, respectively. DLX was highly active against MRSA, with 94.2% 0.12/0.5 mg/mL) and against MR-CoNS (MIC.... 0.12/1 ug/mL) where LVX S was 38.0% and Coagulase-negative 61 47 62 6 1 5 13 14 14 5 Jieliep i sulizmsiys el ks <0.5 98.5 1.5 98.5 14 e 0 >8 189 i 5 18
: SRR : 50/90 20NVl (208 26.8 474 746 772 776 798 855 917 978 1000 0015 05 Vancomycin 0.5 1 100 0 100 0 €tracyciine - : : - :
of isolates inhibited by <1.0 yg/mL (MIC_, ., 0.12/0.5 pg/mL) and against MR-CoNS (MIC_ . 48.3%, respectively Sﬁnps-yc%ﬁgcc'éagu?ase-nega- SRS A A - > g £ - MRSA (n=1437) Tigecycline 0.12 0.25 100 0
0.12/1 pg/mL) where LVX %S was 38.0% and 48.3%, respectively. For 856 FQ-R MRSA, 90.2% o . tive staphylococci (141) 277 482 915 950 950 957 972 97.9 100.0 Dols ule Delafloxacin 0.12 0.5 \T,"metho'or'm'S“'famethovaO'e 1 >24 ‘r;%'g 4:)'4 i%'g 12'2
0 — For 856 LVX-R MRSA, 90.2% had a DLX MIC <1.0 ug/mL (MlC 0.12/1 pg/mL) as shown in MR-CoNS coaqulase-nega- 22 18 1 1 1 4 11 13 11 5 Levofloxacin 4 >4 38 59.6 38 62 ahcomyein .
had a DLX MIC =1.0 yg/mL (MIC_,,, 0.12/1 ug/mL). For 44 FQ-R MR-CoNS, 88.6% had a DLX Table 2 and Fiqure 2 50/90 ol Staphwoco%ci 67) 9 se3 480 471 483 494 540 667 816 943 000 012 1 Moxifloxacin 1 >4 39.8 31.2 38.7 61.3 Beta-haemolytic streptococci? (n=967)
MIC <1.0 ug/mL. BHS were inhibited by low levels of DLX (MIC,.., 0.015/0.0.03 pg/mL), 99.3% : Staphylocacars % 18 2 o 1 4 12 3 1 ‘S Clndamyc <025 >2 50.2 195 02 198 Covofioxacin 05 ki 09.3 07 0.3 07
were S to LVX. Against VGS, DLX was very active (MIC, .. 0.008/0.03 pg/mL). Against EF, DLX g’;;;’,i{y”;;;’fc‘fjg Hominis 327'1 551'6 5%0 5%'0 5%3 6‘(‘)'2 7%'0 821'7 9%'3 103'0 ooos o Doxycycline <0.06 0.25 98.4 0 95.8 3.3 D\/oniﬂ_c»;l?cinI o sg.112 0;215 oo sz%g 067
. T . . T <U. > i - S S
inhibited 94.5% of isolates at <1.0 yg/mL. DLX inhibited 82.9% of ENT and 78.6% of PSA at G 636 727 727 727 727 727 727 818 818 100.0 AL = = = X = e ot o 88 0.06 0.06 100 100 0
=1.0 pg/mL. e 44 278 922 978 978 989 989 989 100.0 0.0150.015 Oxacillin >2 >2 0 100 0 100 Clindamycin =0.25 >2 86 13.5 86.5 13.5
g (90) .
Figure 1 Most common species isolated from acute bacterial skin and skin structure Staphylococcus simulens 6 1 0 0 0 0 0 2 TGSl =03 =0.2 2 : 222 35 o oromyen o o = 2 o0 2
Conclusions: Delafloxacin demonstrated potent in vitro antibacterial activity against ABSSSI _ ? " i US _ P th than 200 isolat (;)t) - 662.7 772.8 72.8 72.8 72.8 72.8 72.8 1oé),o 2 =0.004 Rﬁﬁﬁﬁﬂgﬁm I gbog 2612 g;)% 2b4 ;3% 202 l;/leer:?glﬁgem ssodoO165 S00.0066 188 188 8
isolates, including MRSA and FQ-R MRSA, MR-CoNS, BHS, EF, and some ENT. These data infections in US (species with more than 200 isolates) hasmolytious (15) 133 267 267 267 267 267 333 867 1000 05 1 Vancomycin 05 K] 100 0 100 0 Tewacyclne 05 28 63.9 34.2 62.9 36.1
1 Other CoNS MR-CoNS 16 3 2 1 Levofloxacin-R SA (n=1,036) rnme oprlm-su ametnoxazole sU. sSU.
sllpprpet IS @ @ el irsaimEnt o ARl _ (22) 727 864 955 100.0 =0.004-0.015 Delafloxacin 0.12 1 E\/tancomycmf s (12255 0.25 0.5 100 100 0
58 255 241 82 6 Levofloxacin 4 >4 0 100 0 100 nterococcus faecalis (n=
DLX MIC (ug/mL) LVX MIC (ug/mL) Streptococcus agalactiae (217) Streptococcus pyogenes (642) g 488 863 991 100.0 0.015 0.0 Moxifloxacin 2 >4 0.6 53 0.2 99.8 Delafloxacin 0.12 ! . - g -
- MIC MIC MIC MIC 0 . Streptococcus agalactiae 10 50 111 40 2 0 1 2 1 Clindamycin <0.25 >2 73.5 26.2 73.4 26.5 Sl el g : : : :
Organism No. tested o — o o s Pseudomonas aeruginosa (224) (217) 46 276 788 972 982 982 986 995 100.0 0.015 0.03 Daptomyain 0.5 0.5 99.9 99.9 0.1 Moxifloxacin 0.25 >4
MRSA 1437 0.12 05 4 >4 38.0 Ent f i Streptococcus dysgalactiae 11 55 34 4 0.008 0.015 Doxycycline <0.06 0.5 98.5 0 95.3 3.3 élr_an:C'”'n | 12 22 100 0 99.6 0
’ ' | | nterococcus raecailils (235 (104) 106 635 96.2 100.0 ' ' Erythromycin >8 >8 15.4 81.1 15.7 83 indamycin > >
C(K/INRS_C oNS 28278 00'01125 01'5 0'55 :j 471&733 ( ) ) Viridans group streptococci 42 37 29 18 4 3 0008 0.03 Linezolid 1 1 100 0 100 0 Daptomycin 1 2 100
BHS 967 0 '015 0.03 05 1 99'3 (133) 316 594 812 947 97.7 100.0 ' ' Oxacillin >9 >2 17 4 82 6 17 4 82 6 II?rythrc:rcri\ycin >:]|6 >16 180 54(1).3 - .
: - - ' S . Streptococcus anginosus 24 19 5 Tetracycline <0.5 1 93.4 6 92 6.9 inezoli
= mscherichia ol (243 « ESROT b o
' ' reptococcus constellatus Trimethoprim-sulfamethoxazole <0.5 <0.5 95:9 4.1 95.9 3.9 elracyciine > > : :
Egl: 15;315 00'152 ‘21 Sg';z Zj 2:‘21 (12) _ _ 50.0 83.3 100.0 =0.004-0.015 Vancomyrc):in 0.5 1 100 0 100 0 Trimethoprim-sulfamethoxazole <0.5 <0.5
- - : Streptococcus intermedius 6 / 2 0008 0015 Coagulase-negative staphylococcic (n=228) Vancomycin 1 2 96.6 3.4 96.6 3.4
(19) 40.0 86.7 100.0 Delafloxacin 0.015 05 Enterobacteriaceae® (n=1,329)
. 0 1 0 14 75 69 18 14 31 13 - Delafloxacin 0.12 2
Enterococcus faecalis (235) 00 04 04 6.4 383 677 753 813 945 100.0 0.12 1 Levofloxacin 0.25 >4 (7.2 224 (7.2 22.8 _
: : - - - - - - - : ifloxacin 0.12 4 74 2 20.2 719 28 .1 Levofloxacin <0.12 >4 87.4 11.2 83.4 14.3
Streptococcus pyogenes (642)—% : 0 7 56 236 359 216  9f 57 77 97 59 70 o - Ciprofloxacin <0.03 >4 85.8 12.4 82.7 15.5
P pyog (642) SRR (1528 00 05 48 226 497 660 728 771 829 903 947 1000 912 2 gggffg‘;’;'r? 300_'2255 525 71%'3 e 71%3 22)'9 Moxifloxacin <0.25 >4 73.8 26.2
. Escherichia coli (243) 0 e ira ann ers eoe ees 6ot T1e sy e 20 006 4 Doxycycline <0.06 2 96.6 11 87.6 7.9 Amikacin 2 4 99.3 0.5 98.8 0.7
: : : : : : ' : ' : ' : Erythromycin <0.12 >8 57 42 5 57 43 Cefepime <0.5 <0.5 93.6 48° 92.3 5.4
30% e ?1%2? W 95 i b5 G2 AR B T8 619 oo ohe 1000 003 4 _iczele 05 . 100 0 100 0 Ceftazidime 029 ¥ 20.9 8.3 86.9 o4
; ; ' ' : ' : ' : : : ' Ceftriaxone 0.12 >8 84.8 13.9 84.8 13.9
th% for;? (rllcgpe meane ooo it 829 " 1526 7 8 7 8 23 7 4!309 e 138 o 4 >4 Colistin 0-25 >8 09.8 302
] _ _ _ _ : : : : : : : : ' ' ' Doxycycline 2 >8 66.7 25.5
 Delafloxacin (DLX) is a broad spectrum fluoroquinolone (FQ) antibacterial that has completed Klebsiella spp. (221) 0 oW 9% s 8 7 4 o 8 14 012 2 . Gentamicin <1 <1 94 5.5 93.1 6
o _ _ _ ) ] 0.0 0.5 6.8 498 747 828 86.0 878 90.0 93.7 100.0 C n I n Meropenem 0.03 0.06 98.9 0.9 99.1 0.5
Clln.ICal develop_ment (Oral and |_ntrav_enous for_mulatlons) Wlth the new drug appllcatlon under FDA .& MRSA (1.437 Klebsiella pneumoniae (155) OOO 016 695 46518 7%83 71714 836 8:?2 838 9?0 1330 0.12 4 O c u S I o s Piperacillin-tazobactam 2 8 93.9 3.3 91.9 6.1
review for treating acute bacterial skin and skin structure infections (ABSSSI) (1,437) Non-ESBL-phenotype 0 1 9 60 35 10 4 2 2 1 | Tigecycline 0.25 2 97.5 0.0° 89.3 2.5
 DLX has potent activity against ABSSSI pathogens, including methicillin-resistant (MRSA) and Kepsiola pneumoniac (124) S T T T T S B - o - - - - - Amprcilinsubactam "5 a2 51.7 %62 o 153
- S P FQRSA yStg byl P Jens, J ESBL-phenotérﬁ Kiebsiella s T S a4 s + Delafloxacin demonstrated potent in vitro antibacterial activity against ABSSSI isolates, PR ToES el () | | | |
- neumoniae . . . . . . . . . - . i
Q-resistant (FQ ) Staphylococcus aureus. Klibs'ellao a6 . : s 6 > 1 > 1 o o including MRSA, MR-CoNS, BHS, EF, and some ENT Eelal;lloxac[n 82 44 . e e .
. . . . . . - / X . . evortioxacin >
_ _ 00 79 603 857 968 984 984 100.0 . _ . _ ! - - - : -
DLX is more actlvg than levofloxacin (LVX) against B haemolytic streptococci (BHS), viridans Non-ESBL-bhenotvoe 5 = ar s e 1 . For FQR-SA (LVX-R), DLX was an excellent inhibitor with =90% inhibited by an MIC of <1 ug/mL Ciprofloxacin 0.12 2 85.3 9.8 81.7 18.3
. - . . . . . P ypP 0.06 0.25
group streptococci (VGS), and Enterococcus faecalis (EF), Figure 2 MIC distribution for delafloxacin tested against levofloxacin-resistant Klebsiella oxytoca (58) 00 86 621 879 983 100.0 %0 | Moxifloxacin 1 >4
o : : ESBL-phenotype Klebsiella 0 2 1 1 0 0 1  These data support the potential of DLX as an IV or oral therapy for the treatment of ABSSSI. Amikacin 4 8 99.6 0.4 97.8 0.4
MRSA (n=856) and MSSA (n=180 wiz
« DLX activity is similar to other FQs against Enterobacteriaceae (ENT) and Pseudomonas (n=856) an (n= ) oxytoca (5) 00 400 600 800 80.0 800 100.0 ' gg;farzgﬁne 3 186 ggg ;g ggg 195-82
: 0 1 4 22 111 89 28 5 5 7 5 6 - - - -
aeruginosa (PSA) Enterobacter (283) 00 04 18 95 488 802 901 919 936 961 97.9 1000 912 02 Ceftriaxone >8 >8
: — : . . E. cl i | 0 1 1 21 96 71 13 4 4 7 4 4 1 Colistin 1 2 99.1 0.9 99.1 0.9
 |nvitro SUSCepthlllty was determined for DLX and Comparator agents agalnst ABSSSI clinical 350 (2207;)acae SPECIES COMPIEX 0.0 0.4 09 101 524 837 894 912 930 960 978 996 1000 0.06 0.5 Gentamicin <1 4 94.2 2.2 94.2 5.8
Isolates collected from patients in 81 US medical centers part|C|pat|ng in the SENTRY surveillance 300 287 E. aerogenes (56) 000 534 711 31359 62381 91259 92 5 961 4 9(?4 9§ 5 1010 0 0.12 0.25 AC kn OWI ed g e m e nts I\p/liz"eorl;iﬁﬁenr?tazobactam 045 684 88231 172; 88231 157.89
program during 2014-2016 B MRSA Citrobacter (126) 0 3 10 37 33 4 S 5 12 9 2 2 4 o008 2  Criteria as published by CLSI [2017] and EUCAST [2017]
MSSA 00 24 103 397 659 690 730 770 865 937 952 968 1000 > FDA breakpoints
3 2 50 C. koseri (51) 0 3 9 28 9 0 0 0 2 0.03 0.06 ¢Organisms ipclude: Staphylococcu§ capitis (3),' S. caprae (3), S epidermidis (81), S. haemolyt{'cus (15), S. hominis (11), S. intermedius (2), S. lugdunensis (90), S. pseudintermedius
£ 25 posen o) 00 59 235 784 %1 961 %61 91 1000 S Melinta Therapeutics sponsored this study, gt s Soopacsesss syateamn (. S caeral % oo 00 proseoes (42
- o C. freundii species complex 0 1 9 21 3 5 5 10 9 2 2 4 0.25 4 ¢ Organisms include: Citrobacter amalonaticus (2), C. braakii (4), C. farmeri (2), C. freundii (44), C. freundii species complex (22), C. koseri (51), C. youngae (1), Enterobacter aero-
M ate rl a I S a n d M et h o d s _Q 200 (71) 0.0 1.4 14.1 43.7 47.9 54.9 62.0 76.1 38.7 91.5 944 100.0 genes (56), E. cloacae (118), E. cloacae species complex (109), Escherichia coli (243), Klebsiella oxytoca (63), K. pneumoniae (155), K. variicola (3), Kluyvera ascorbata (2), Leclercia
e Proteus mirabilis (190 0 7 95 68 8 3 5 8 27 8 1 0.06 5 adecarboxylata (1), Morganella morganii (80), Pantoea calida (1), Pluralibacter gergoviae (1), Proteus mirabilis (190), P. penneri (5), P. vulgaris (32), P. vulgaris group (9), Providencia
o) u ilis ( ) 0.0 3.7 326 68.4 72 6 74.2 76.8 81.1 053 99 5 100.0 . rettgeri (17), P. stuartii (16), Raoultella ornithinolytica (3), Serratia fonticola (1), S. liquefaciens (5), S. marcescens (85), unspeciated Providencia (3), unspeciated Raoultella (1)
S ESBL-phenotype Proteus 0 1 1 0 0 1 1 4 2 Refe e Ce s
_ | 2 150 124 mirabilis (10) 00 100 200 200 200 300 400 800 100.0 2 4 ren _
« Atotal of 6,488 isolates composed of 3,391 staphylococci, 967 BHS, 133 VGS, 235 EF, 1,325 = Non-ESBL-phenotype Pro- 0 7 54 67 8 3 4 7 23 6 1 @) = rh (e)
ENT and 230 PSA solated f tients with ABSSSI and collected during 2014—-2016 S teus mirabilis (180) 00 39 339 711 756 772 794 833 961 99.4 100.0 006 2 AR Bt B
, an were isolated from patients wi and collected during — = 100 | N 0 5 21 19 43 18 10 12 11 9 9 - | o o o Rt T iy -
_ _ _ _ _ . ndole-positive Proteeae (157) 00 32 166 287 561 675 739 815 885 943 1000 912 4 Clinical and Laboratory Standards Institute (2015). M07-A10. Methods for dilution antimicrobial susceptibility L N
- Only 1 isolate/patient/infection episode was included | | ' ' ' ' ' ' ' ' ' : : i O W h
y 44 : 0 2 2 11 22 26 15 3 10 S tests for bacteria that grow aerobically; approved standard: tenth edition. Wayne, PA: CLSI. O )) AT
. . . e . . . . 50 35 Serratia (91) 00 22 44 165 407 692 857 89.0 1000 | 4 2 IMI ) [
« JMI Laboratories confirmed isolate identifications using matrix-assisted laser desorption 20 . 0 2 3 5 3 0 0 0 0 0 1 Clinical and Laboratory Standards Institute (2017). M100-S27. Performance standards for antimicrobial Loy
C : , _ _ _ 9 9 Other Enterobacteriaceae (14) 00 143 357 714 929 929 929 929 929 929 1000 006 012 s Bl e e e 1
lonization-time of flight mass spectrometry and DNA sequencing, when required 0 > Pseudomonas aeruginosa 1 0 0 1 4 30 75 45 20 18 11 19 s 4 susceptibility testing: 27th informational supplement. Wayne, PA: CLSI. Of frssyrs He =
TT - - : THY 224 04 04 04 09 27 161 496 696 786 866 915 1000 . . . . . . .
* Susceptibility testing was performed according to CLSI reference broth microdilution methodology, =0.015 0.0 0.06 0.12 0.25 0.5 1 4 3 22%) EUCAST (2017). Breakpoint tables for interpretation of MICs and zone diameters. Version 7.0, January 2017. https://www.jmilabs.com/data/posters/ASMMicrobe17
_ _ Acinetobacter baumannii 0 1 3 10 13 3 8 3 8 2 19 05 >4 P P y
and results were interpreted per CLSI (2017) and EUCAST (2017) breakpoints DLX MIC (pg/mL) calcoaceticus (72) 00 14 83 222 403 444 556 597 708 736 100.0 ™ Available at: http://www.eucast.org/clinical_breakpoints/. Accessed January 2017. -delafloxacin-ABSSSI-US. pdf




