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B.a(.:kground. Ceftolozlane tazobactam (C-T) is aljl antibacterial Comblnatl.on. c.on » Ceftolozane s a novel. o>.<y|m|no-am|notr.1|a.zolyl cgphal.osporln with potent.actlwty against species isolated from each T R Armikacin y : os | 04 | 0 | 2 || Coftasidime 3> | s3> | 33 |osa | 3 o057 | | Cofistin 05 | 58 627 | 373 | | Meropenem 6 | >3 o 701 | o | s0s
sisting of a novel antipseudomonal cephalosporin and a [-lactamase inhibitor. Enterobacteriaceae (similar to other oxyimino-aminothiazolyl cephalosporins) and has ST T el Ceftolozane-tazobactam | 0.25 2 | o915 | 66 |884 | 116 Cefepime >16 | >16 | 18.4 | 66.0 | 122 | 74.2 Colistin <05 | >8 659 | 34.1 Levofloxacin >4 >4 | 53 902 | 13| 9 Piperacillin-tazobactam | 64 | >64 | 296 | 348 |296 | 704
C-T was approved by the US Food and Drug Administration in 2014 and by the demonstrated greater activity than ceftazidime against Pseudomonas aeruginosa Infection type/species isolates Amikacin 2 4 | 976 | 1.3 1958 | 24 || Ceftazidime 16 | >82 347 525 89 ) 653 || Levofloxacin >4 | > 6922 | 21 958 | | Meropenem 82 | »82 1132 1799 | 204 | 617 |
Euro ean Medicine A enc in 2015 tO treat com Iicated urinar tract infections . C ftol intai it tabilit inst p ) it h ] Bloodstream infection 3,986 Cefepime <0.5 >16 814 | 154 | 794 | 16.9 Colistin <0.5 <0.5 98.9 1.1 Meropenem 32 >32 0 97 3 | 75.5 Piperacillin-tazobactam >64 >64 1.6 | 934 0 | 984 Ceftolozane-tazobactam 2 >32 62.2 | 329 | 62.2 | 37.8

P g y P y : eftoloZane maintains Its stabllity against many r~. aeruginosa resistance mecnanisms, Entorohacter cloacas complex 057 Ceftazidime 025 | 32 |803 |173 | 761 | 197 Levofloxacin >4 >4 | 245 | 713 | 223 | 76.2 Piperacillin-tazobactam | >64 | >64 | 03 | 98.8 0 | 99.7 | | Enterobacter cloacae species complext (n=1,118) Amikacin 8 >32 | 63.7 | 281 | 52 | 36.3
acute pyelonephritis, and complicated intra-abdominal infections. The Program to including AmpC hyperproduction and efflux mechanisms T P Colistin <05 | >8 82.1 | 17.9 Meropenem <0.015 | 003 | 998 | 0.1 [ 999 | 0 | | KPnon-CRE ESBL (n=840) Ceftolozane-tazobactam | 0.25 8 |803 |139 |737 | 263 Cefepime 16 | >16 | 288 | 289 | 288 | 712

N : . : - : Escherichia coli 2,292 Levofloxacin <012 | >4 | 77.4 | 199 | 729 | 243 Piperacillin-tazobactam | 4 >64 | 79.9 | 10.9 | 67.3 | 20.1 Ceftolozane-tazobactam | 1 >32 | 613 | 26,5 | 501 | 49.9 Amikacin 1 2 | 978 | 21 |94 | 22 Ceftazidime 32 >32 0 | 76.1 0 | 100
Assess Ceftolozane-Tazobactam SUSCGpthI“ty (PACTS) monitors C-T resistance * Porin deficiency has little effect on ceftolozane Klebsiella pneumoniae 894 Meropenem 003 | 006 | 967 | 29 | 97.1 2 EC MDR (n=686) Amikacin 2 16 93 6 | 85.5 7 Cefepime <0.5 16 | 835 | 113 | 77.8 | 12.8 Colistin 1 2 989 | 1.1 | 989 | 1.1
among gram-negative isolates worldwide. * As with other oxyimino-aminothiazolyl cephalosporins, however, ceftolozane’s activity can Pseudomonas aeruginosa 543 Piperacillin-tazobactam | 2 64 |858 | 88 |816 | 142 Ceftolozane-tazobactam | 0.5 4 |879 | 95 | 805 | 195 Cefepime >16 | >16 | 10 | 825 | 7.7 | 874 Ceftazidime 05 | >32 |67.9 | 305 | 646 | 32.1 Levofloxacin >4 >4 | 297 | 625 | 223 | 777
MethOds and Materlals' A tOtaI Of 18’285 gram_negatlve baCI”' (GNB)’ InCIUdlng d P dA C lact § % b P B ( ) y Enterobacter cloacae complex 89 Ceftolozane-tazobactam | >32 >32 49 | 93.3 3.1 | 96.9 Cefepime >16 >16 19.3 | 70.9 9.9 | 75.1 Colistin <0.5 1 94 6 Levofloxacin <0.12 4 88.6 95 | 834 | 134 Piperacillin-tazobactam 64 >64 9.2 | 47.7 9.2 | 90.8

13,289 Enterobacteriaceae (ENT) and 3,284 Pseudomonas aeruglnosa (PSA), erepresse mp . B.- aC amases’ an Car apenemases . . Escherichia coli 644 Amikacin 16 >32 51.9 | 20.1 37.3 | 48.1 Ceftazidime 16 >32 31.2 | 60.8 16 | 68.8 Levofloxacin 4 >4 445 | 471 31.8 | 59.2 Meropenem 0.03 0.12 97.3 24 | 97.6 0.8 PSA MDR (n=1,040)
i 201 2016 f 9 : f e Tazobactam, a penicillanic acid sulfone, is a well-established [3-lactamase inhibitor that extends Klobsiella breumont 197 Cefepime >16 >16 49 | 915 | 33 | 928 Colistin <05 | <05 97.4 | 26 Meropenem 0.03 05 | 948 | 1.7 | 98.3 0 Piperacillin-tazobactam 2 64 76 10 | 69.7 24 Ceftolozane-tazobactam | 2 >32 | 69.6 | 26.1 | 69.6 | 30.4
were collected in 2014 through 2016 from 42 European hospitals and tested for th lact t ¢ iella pneumoniae Ceftazidime 532 | >32 | 59 | 938 | 54 | 941 Levofloxacin >4 >4 | 63 | 904 | 42 | 942 Piperacillin-tazobactam | 32 >64 | 472 | 327 | 338 | 52.8 | | P aeruginosa (n=3,284) Amikacin 8 532 | 64.8 | 257 | 51.3 | 35.2

ihili ' il it ' tOri € B-lactam agent spectrum Pseudomonas aeruginosa 135 Colisti <0 >8 66 4 M 003 | 006 | 988 | 09 | 991 | 06 || KPMDR (n=1,004 Ceftolozane-tazob 0.5 4 |91 | 83|91 | 99 Cefepi 1 16 | 4 2 4
susceptibility by CLSI broth microdilution method in a central monitoring labora- L — _ olistin <05 3 eropenem - - 8| 091991 | 0 (n=1,004) eftolozane-tazobactam | 0. 1| 83 %01 s sfepime 6 | >16 1403 1237 1403 587
: Qe . . . » (Ceftolozane-tazobactam (C-T) was approved by the US Food and Drug Administration in 2014 Pneumonia in hospitalized patients 3,235 Levofloxacin >4 >4 | 139 | 843 | 88 | 884 Piperacillin-tazobactam | 16 >64 | 58.6 | 20.3 | 356 | 41.4 Ceftolozane-tazobactam | 8 >32 | 362 | 543 | 273 | 727 Amikacin 4 32 |885 | 83 |834 | 115 Ceftazidime 32 >32 | 333 | 529 | 333 | 66.7
tory (JMI Laboratories). Other antibiotics tested were amikacin (AMK), cefepime
y f s " - _ ) p and by the European Medicine Agency in 2015 to treat Compﬁcated urinary tract infeCtionS’ acute ACineltobacter baumannii-calcoaceticus species 453 Meropenem 32 >32 1.3 | 954 46 | 69.4 K. pneumoniae (n=2,648) Amikacin 4 >32 | 76.6 | 11.7 | 65.6 | 234 Cefepime 2 16 79.7 7.8 | 79.7 | 20.3 Colistin 1 2 98.8 1.2 | 98.8 1.2
g . . . . . . . . compiex i illin- > > - > i > > idi i > >

(FEP), ceftazidime (CAZ), colistin (COL), levofloxacin (LVX), meropenem (MER), oyelonephritis, and complicated intra-abdominal infections when combined with metronidazole p S Plpe.ra(illln tazobactam 64 64 23 | 954 | 18 | 977 Cef.toloz.ane tazobactam | 0.5 32 | 753 | 207 | 714 | 286 Cefepllm.e 16 16 56 | 89.1 | 3.9 | 926 Cef.ta?ldlme 2 32 | 751 | 18.9 | 75.1 | 24.9 Levofloxacin 4 4 | 244 | 651 | 9.9 | 90.1
and piperacillin-tazobactam (TZP) The laboratorv identified carbapenem-resistant Escherichia coli 619 E. coli (n=6,027) Amikacin 1 16 91 | 45 | 86.7 9 Ceftazidime >32 >32 57 | 881 | 3.4 | 943 Colistin 1 2 99.2 | 0.8 | 992 | 0.8 Meropenem 8 >32 | 226 | 623 | 226 | 44

PIp _ _ o y P e Currently a phase 3 study for treatment of hospital-associated/ventilator-associated Klebsiella pneumoniae 705 Ceftolozane-tazobactam | 025 | 05 | 984 | 12 | 973 | 27 Cefepime <05 | >16 | 59 | 383 | 58 | 40 Colistin <05 | >8 83.6 | 16.4 Levofloxacin 0.5 >4 | 698 | 244 | 61.9 | 38.1 Piperacillin-tazobactam | 64 >64 | 238 | 368 | 23.8 | 76.2
ENT (CRE; resistant to doripenem, imipenem, or meropenem); extended-spectrum pneumonia is underway Pseudomonas aeruginosa 1 458 Amikacin 2 4 |995 | 01 | 98 | 05 Ceftazidime 0.5 >32 | 58.8 | 37.7 | 56.7 | 41.2 Levofloxacin >4 >4 | 237 | 69.1 | 136 | 794 Meropenem 0.5 16 | 72.3 | 205 | 72.3 | 14.1 PSA XDR (n=639)

_ _ . i~ _ : g . o ] : : : : Cefepime <0.5 >16 824 | 140 | 80.5 | 15.8 Colistin <0.5 1 93.1 6.9 Meropenem 0.12 >32 62.2 | 339 | 66.1 | 25.2 Piperacillin-tazobactam 4 >64 725 | 129 | 725 | 27.5 Ceftolozane-tazobactam 4 >32 521 | 41.3 | 521 | 47.9
beta-lactamase (ESBL, _ non-CRE); cettazidime non§usceptlt?le (CAZNS) PSA; * The Program to Assess Ceftolozane-Tazobactam Susceptibility (PACTS) monitors C-T Skin and skin structure infection i Ceftazidime 025 | 16 | 862 | 111 | 807 | 13.8 Levofloxacin <012 | >4 | 685 |282 |619 | 335 Piperacillin-tazobactam | >64 | >64 | 242 | 586 | 12.6 | 758 | | PSAMER-NS (n=909) Amikacin 32 | >32 |484 |382 | 318 | 516
meropenem-nonsusceptible (MER-NS) PSA; multidrug-resistant (MDR); and resistance among gram-negative (GN) isolates worldwide E”tem‘?acfer C"_’acae 303 Colistin <05 | <05 995 | 05 Meropenem 0.03 8 |86 |128 | 872 | 96 || KPXDR (n=379) Ceftolozane-tazobactam | 2 >32 | 662 | 29 | 662 | 33.8 Cefepime 16 | >16 | 182 | 354 | 182 | 81.8
extensively drug-resistant (XDR) phenotypes. EUCAST 2017 clinical breakpoints ESCh?f’Ch’a coli | 772 Levofloxacin <0.12 >4 70.8 26 | 69.1 | 29.7 Piperacillin-tazobactam 4 >64 | 68.3 | 24.1 62 | 31.7 Ceftolozane-tazobactam | >32 >32 74 (902 | 37 | 963 Amikacin 8 >32 | 63.3 27 | 50.8 | 36.7 Ceftazidime 32 >32 | 13.1 | 709 | 13.1 | 86.9

: Klebsiella pneumoniae 358 Meropenem <0.015 | 0.03 [ 999 [ 0.1 | 99.9 | 0.1 KP CRE (n=335) Amikacin 16 >32 | 51.2 | 19.8 | 359 | 48.8 Cefepime 16 >16 | 425 | 24.8 | 425 | 575 Colistin 1 2 981 | 1.9 | 981 | 1.9
were applied. Mate rials and MethOdS Pseudomonas aeruginosa 853 Piperacillin-tazobactam | 2 16 | 921 | 43 | 885 | 79 Ceftolozane-tazobactam | >32 | >32 | 24 | 967 | 1.8 | 98.2 Cefepime >16 | >16 | 1.3 | 966 | 08 | 97.9 Ceftazidime 32 >32 | 387 | 503 | 387 | 613 Levofloxacin >4 >4 89 | 814 | 1.9 | 981
Results: C-T inhibited 88.4% of ENT at the susceptible (S) breakpoint of <1 mg L. Urinary tract infection 2 596 EC non-CRE ESBL (n=1,268) Amika.cin 32 >32 | 472 | 203 | 32.8 | 52.8 Cefterzidime >32 >32 24 1971 | 21 | 976 Colistin | 1 2 98.9 | 1.1 | 989 | 1.1 M.erope.n.em 16 >32 83 | 797 | 83 | 624
_ . At t | f18 285 t b ” GNB . | d 13 289 E t b t . ENT Escherichia coli 1680 Ceftolozane-tazobactam 0.5 2 93.1 52 | 87.8 | 12.2 Cefepime >16 >16 2.1 | 95.8 0.9 97 Ceftriaxone >8 >8 0.3 | 984 0.3 | 984 Levofloxacin >4 >4 296 | 61.7 | 189 | 81.1 Piperacillin-tazobactam 64 >64 4.5 | 48.5 4.5 | 95.5
ENT isolates were 95.8%S to AMK, 79.4%S to FEP, 76.1%S to CAZ, 82.1%S to otal of 18,285 gram-negative bacilli (GNB), including 13, nterobacteriaceae (ENT) Klebsiella pneumonias 8 + Critria as published by CLSI [2017] and EUCAST [2017]
COL 72 90/ S tO LVX 97 10/ S tO MER and 81 6(y S tO TZP A tOtaI Of 2 308 ENT and 3,284 P Seudomonas aer UanOsa (PSA); were CO”eCted from 2014 thrOUgh 2016 from 42 o b Organisms include: Citrobacter amalonaticus (10), C. amalonaticus / farmeri (2), C. braakii (30), C. freundii (166), C. freundii species complex (75), C. koseri (217), C. werkmanii (1), C. youngae (2), Cronobacter sakazakii (1), Enterobacter aerogenes (315), E. amnigenus (4), E. asburiae (24), E. cancerogenus (3), E. cloacae (821), E. cloacae species complex (273), E. kobei (5),
’ " ’ " ’ " " ’ . TR F . roteus miraoilis Escherichia coli (6,027), E. hermannii (1), E. vulneris (1), gram-negative rods in the family Enterobacteriaceae (1), Hafnia alvei (37), Klebsiella oxytoca (621), K. pneumoniae (2,648), K. variicola (10), Leclercia adecarboxylata (2), Morganella morganii (304), Pantoea agglomerans (7), Pluralibacter gergoviae (3), Proteus mirabilis (808), P. penneri (5), P. vulgaris (105), P. vulgaris group (28),
) ° ° European hospitals and tested for susceptibility against ceftolozane-tazobactam (C-T) by CLSI Prot o 199
i SOl ateS h ad an ESBL (n On_CRE) ph en Otyp e: 71 8% S tO C_T 89 6% S tO AM K p p p y g y Pseudomonas aeruginosa 250 Providencia rettgeri (30), P. stuartii (55), Raoultella ornithinolytica (5), R. planticola (5), Serratia fonticola (1), S. liquefaciens (36), S. marcescens (586), S. odorifera (2), S. plymuthica (1), S. rubidaea (1), unspeciated Cedecea (1), unspeciated Raoultella (7), unspeciated Serratia (1), Yersinia enterocolitica (1)
13 ch S 0 FEP 10 Oo/ S o CAZ 93 40/ S to‘ COL 27 ch S t’o LVX 99 40/ S to’ broth microdilution method in a central monitoring Iaboratory (JN” Laboratories) ¢ Enterobacter cloacae complex includes E. asburiea (24), E. cloacae (821), E. cloacae species complex (273)
.07/0 ) U0 , 4/0 : .07/0 : 4/0 O e . : . . L
MER. and 53.5%S to TZP. A total of 389 (2.9%) ENT isolates were CRE: <5% * Other antibiotics tested were amikacin (AMK), cefepime (FEP), ceftazidime (CAZ), colistin
) -J /0 : -J /0 ) o - - 11F . . . - - : : . - - - .
were S to any beta-lactam tested, 37.3% were S to AMK, and 66.0% were S to (COL), levotloxacin (LVX), meropenem (MER), and piperacillin-tazobactam (TZP) Figure 1 Top 10 species isolated from 42 European hospitals in PACTS * A total of 1,040 PSA were MDR (31.7%), and the most active drugs against MDR PSA were Figure 2 C-T MIC distribution for the 4 most common enteric pathogens
COL. Of the 2467 (18.6% MDR, El\iT <olat AMK 7é 50,3 éOL 731%S * The laboratory identified resistance phenotypes that included carbapenem-resistant ENT (2014-2016) COL (98.8% S) and C-T (69.6%S) while 51.3% were S to AMK and the remaining drugs (PACTS 2014-2016)
' = : (18.6%) _ e oes’ (78.5%3), (73. 70 ) (CRE), which were resistant to doripenem, imipenem, and/or meropenem; extended-spectrum were <40%S CUCAST 2017 T breskonint
_ . : ” o -T breakpoin
and MER (84.4%S) were0 the most active, 51.1% were S to C-T, and the remaining beta-lactamase (ESBL, non-CRE); ceftazidime-nonsusceptible (CAZ-NS) PSA; meropenem- Stenotrophomonas maltophilia (2%)  The MIC distributions of C-T, MER, and TZP for PSA are shown in Figure 3 00 T
comparators were <30.6%S. nonsusceptible (MER-NS) PSA; multidrug-resistant (MDR); and extensively drug-resistant (XDR) Serratia marcescens (3%) l J—Enterobacter aerogenes (2%) ’ |
. |
83.4%S to AMK, 79.7%S to FEP, 75.1%S to CAZ, 99.2%S to COL, 61.9%S » MDR = nonsusceptible (NS) to at least 3 antimicrobial classes’ Proteus mirabilis =, oo arichin cof 2800 | anemnonie
. . . ] scnericnia coil " o
to LVX, 72.3%S to MER, and 72.5%S to TZP. A total of 1,040 PSA were MDR * XDR = susceptible (S) to 2 or fewer antimicrobial classes' ';\g?nigonbné;icg; concetious s « « C-T demonstrated potent activity against a large collection of contemporary GNB 8 l Proteus mirabils
u u " " - L o) l
(31.7%). The most active drugs against MDR PSA were COL (98.8% S) and C-T « ESBL isolates analyzed were non-carbapenem resistant (non-CRE ESBL), because ESBL species complex 5% European isolates (PACTS 2014-2016) 2 5000] : 1
69.6%S), 51.3% were S to AMK, and the remaining drugs were <40.3%S. phenotype may also include carbapenemase-producing ENT | * For ENT, AMK and MER were the most active followed by C-T 5 1000] | 1
_/.
2 2 o _ , Enterobacter cloacae _ _ y 2 a3 |
Conclusions: C-T demonstrated potent activity against a large collection of con- * ESBL criteria used were according to CLSI M100 species complex * Against non-CRE ESBL, MER was the most active followed by COL, AMK, and C-T 2 ?
_ . . 3 i . . . . : : I : i _ !
temporary GNB European isolates. For ENT, AMK and MER were the most active EUCAST (2017)° clinical breakpoints were applied For PSA, including MDR isolates, C-T was the most active beta-lactam; only COL was 500 g oo 0 I 390
. _ . I . < . . |
followed by C-T. AMK, COL, and MER were more active against non-CRE ESBL ;’er <C4T(,) i’jzg"gi(po'”ts are <1.0 5 />1.0 resistant (R), and Pseudomonas spp. breakpoints Klebsiella pneumoniae 209 'Tr?re agt'\t/e_ tioate that CT is an i oortant antimicropial th o hosotalived oot . I I i I YT B I
and CRE. For PSA, including MDR isolates, C-T was the most potent antimicrobial = ' | | | NS G I ISEIES it (G111 Bl ISRt emimiErelsiEl SRy el nesoliElrzse) [FEien.E Lelzo I i sl Gom: Some % go8s weBoow
agent tested except COL e CLSI (2017)? C-T breakpoints for ENT are <2.0 mg/L S, 4.0 mg/L intermediate (l), and =8.0 mg/L R, “ Pseudomonas aeruginosa with GN infections <006 0.2 0.25 05 1 2 4 8 16 3 530
- C-T MIC (mg/L)

and Pseudomonas spp. C-T breakpoints are <4.0 mg/L S, 8.0 mg/L |, and 216.0 mg/L R

oramiom —— % susceptible’ “ . For ENT’ C-T inhibited 88.4% at the S breakpoint of <1 mg/L Acknowle dgemen tS Figure 3 MIC distribution of C-T, MER, and TZP for PSA (PACTS 2014-2016)
anfibacterial agent | isolates . | C-T FEP cAz | MER | 71zP LUX AMK | coL » ENT isolates were 95.8%S to AMK, 79.4%S to FEP, 76.1%S to CAZ, 82.1%S to COL, FUGAST T breakpolnts e

ENT 13.289 88.4 794 76.1 97 1 816 799 95 8 82 1 * The 10 most frequently isolated GN species in this study are shown in Figure 1 72.9%S to LVX, 97.1%S to MER, and 81.6%S to TZP Funding for this research was provided by Merck & Co., Inc., Kenilworth, NJ, USA 1,800 - ; ;

ESBL (non-CRE) | 2,308 71.8 13.6 10.0 99.4 53.5 27.6 89.6 93.4 * The top 4 species, Escherichia coli (EC), PSA, Klebsiella pneumoniae (KP), and * A total of 2,308 isolates had an ESBL (non-CRE) phenotype: 71.8%S to C-T, 89.6%S to YUYy J—— ’ | |

CRE 389 3.1 3.3 54 46 18 38 37 3 66.0 Enterobacter cloacae complex accounted for 79% of the isolates AMK, 13.6%S to FEP, 10.0%S to CAZ, 93.4%S to COL, 27.6%S to LVX, 99.4%S to MER, 1,400 MER 1,339 :

MDR 2,467 51.1 22.6 177  |844  |306 152 | 785 | 73.1 * The infection t included in this study and ies | and 53.5%S to TZP Refe rences £ 10| M2 | |

, . . . . . . . . ypes included in this study and the most common GN species isolated from 5 | |

XDR 478 105 |42 4.4 316 |88 2.1 404 | 56.3 each are shown in Table 1 * Atotal of 389 (2.9%) ENT isolates were CRE. For CRE <5.4% were S to any beta-lactam 1. Magiorakos AP, Srinivasan A, Carey RB, et al. (2012). Multidrug-resistant, extensively drug-resistant . 1,000 i i
PSA 3,284 9.1 |797 |71 [723 |725 |e619 [834 |99 » EC was the most frequent isolate from bloodstream infections, intra-abdominal infections, tested, 37.3% were S to AMK, and 66.0% were S to COL and pandrug-resistant bacteria: an international expert proposal for interim standard definitions for g %0 o | | o6
MDR 1,040 69.6 40.3 33.3 22.6 23.8 9.9 51.3 98.8 and urinary tract infections, and PSA was the most common isolate from pneumonia in * In 2,467 (18.6%) MDR isolates, AMK (78.5%S), COL (73.1%S), and MER (84.4%S) were the acquired resistance. Clin Microbiol Infect 18(3): 268-281. = B0 I » :

XDR 639 52.1 182 | 131 |83 4.5 1.9 318 | 98.1 hospitalized patients and skin and soft tissue infections most active; 51.1% were S to C-T; and the remaining comparators were <31%S 2. Clinical and Laboratory Standards Institute (2017). M100-S27. Performance standards for antimicrobial 40 B 17 239 267 i 267i 29 o0
CAZ-NS 817 62.2 28.8 0.0 31.8 9.2 22.3 52.0 98.9 * The % susceptible** MIC,  and MIC_, for C-T and antimicrobial comparators are shown in * For PSA, C-T inhibited 90.1% at the S breakpoint of <4 mg/L susceptibility testing: 27th informational supplement. Wayne, PA: CLSI. 200 B, =0, I . 70 p 109 g . "

MER-NS 909 66.2 42.5 38.7 0.0 29.6 18.9 50.8 98.9 Table 2 for all organism groups and resistant phenotypes examined in this study * PSA isolates were 83.4%S to AMK, 79.7%S to FEP, 75.1%S to CAZ, 99.2%S to COL, 3. EUCAST (2017). Breakpoint tables for interpretation of MICs and zone diameters. Version 7.0, January "T<08 012 025 05 1 2 4 8 16 32 >32

* EUCAST (2017) * The C-T MIC distributions for the 4 most common ENT are shown in Figure 2 61.9%S to LVX, 72.3%S to MER, and 72.5%S to TZP 2017. Available at http://www.eucast.org/clinical _breakpoints/. Accessed January 2017. MIC (mglL)
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