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SURVEYING AMINOGLYGOSIDE-RESISTANGE MECHANISMS: A TOOL FOR THE DEVELOPMENT OF NEOGLYCOSIDES
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INTRODUCTION AND PURPOSE Table 1: AG susceptibility of AG-R subset of 2005 SENTRY collection AMEs include acetyltransferases (AAC) which inactivate AGs by N-acetylation, Figure 2: Occurrence of AGRM in Gram-negative bacteria surveyed at 3 different
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ribosomal methyltransferases (RMT), and particularly AG modifying enzymes ARB 2 8 4 32 2 32 Figure 1: Major AMEs found in Gram-negative bacteria as illustrated with kanamycin B 0 s B R R B
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* Organisms studied demonstrated varying antibiogram profiles, with R to at least NEO 2 32 2 32 32 >128 ANT(2")-1 a, b NH
1 AG (AMK, GEN, TOB), selected to reflect the R patterns to these AGs within the NET 64 >128 64 >128 16 >128 APH(2")-b
entire 2005 SENTRY collection. Minimum inhibitory concentrations (MICs) of TOB 32 >128 32 >128 16 : 64 P. aeruginosa:
AMK, Apramycin (APR), Arbekacin (ARB), Fortimicin (FOR), GEN, Kanamycin Proteae, Indole+ (n=23) Pseudomonas (n=95) Serratia (n=22) AGRM were assigned for each strain from the observed antibiogram and changes in CID 1988-93 (n=1996), SENTRY AG-R 2005 (n=94), SENTRY MDR 2007 (n=79)
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1 0, | 1 | 0 | ARB 8 1 6 4 32 1 6 >1 28 g M % Cong'l:ned AGRM 2007
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