New OXY-variants from Klebsiella oxytoca Bloodculture Clinical Isolates Collected in USA Hospitals ICAAC 2012

JMI Laboratories
North Liberty, 1A, USA

C2'691 www.jmilabs.com
M CASTANHEIRA, LM DESHPANDE, RE MENDES, RN JONES ph. 319.665.3370, fax 319.665.3371

JMI Laboratories, North Liberty, lowa, USA mariana-castanheira@jmilabs.com

Cloning of bla,y-variants. Amplicons containing the open reading frame Figure 2. Alignment of the new OXY-variants comparing to OXY-1 and OXY-2.

Table 1. Demographic information, susceptibility testing and B-lactamases present among ESBL-phenotype
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