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Materials and Methods
•	 7,200 bacterial isolates were collected in 2024–

2025 from United States medical centers (9 Census 
Divisions), including 2,400 staphylococci, 2,200 
Enterobacterales, 1,000 streptococci, 600 non-
fermenters, 400 enterococci, 400 Haemophilus spp., 
and 200 Moraxella catarrhalis isolates. 

•	 Bacterial isolate identifications were confirmed at 
Element Iowa City using standard microbiology methods 
and matrix-assisted laser desorption ionization-time of 
flight mass spectrometry (Bruker Daltonics, Bremen, 
Germany).

•	 1 isolate per patient infection episode was collected 
from patients with skin and skin structure infections 
ABSSSI (1,023 isolates; 14.2%), bloodstream infections 
(2,294 isolates; 31.9%), CABP (864 isolates; 12.0%), 
intra-abdominal infection (27 isolates; 0.4%), pneumonia 
in hospitalized patients (PIHP) (1,730 isolates; 24.0%), 
urinary tract infections (1,085 isolates; 15.1%), and 
other infections (177 isolates; 2.4%).

•	 Broth microdilution susceptibility testing was performed 
according to Clinical and Laboratory Standards Institute 
M07 (CLSI; 2024) and M100 (2026) guidelines. 

•	 Omadacycline and tigecycline MIC results were 
interpreted using United States Food and Drug 
Administration (FDA) breakpoint criteria. Doxycycline, 
minocycline, and tetracycline interpretive criteria are 
defined by the CLSI M100 (2026) document.

Conclusions

Since first approved in 2018, omadacycline continues to demonstrate 
potent in vitro activity against medically important bacterial pathogens 
with no evidence of increasing MIC values over time including those 
expressing resistance to macrolides, oxacillin/penicillin, vancomycin, 
tetracycline, and β-lactams. 

Omadacycline demonstrated potent in vitro activity against other 
non-indicated Gram-positive and Gram-negative bacterial pathogens 
including A. baumannii, S. maltophilia, staphylococci, viridans group 
streptococci, and E. faecium.

The results of this surveillance study support the continued use of 
omadacycline, especially in ABSSSI and CABP infections where 
resistant pathogens are likely to be encountered, and warrant further 
investigation in disease states where omadacycline is not an FDA-
approved treatment.
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Table 1. Antimicrobial activity of omadacycline and tetracycline class comparator agents against 3,800 Gram-positive bacterial isolates collected from 
medical centers in the United States (2024–2025)

Organism (no. tested)
Omadacycline Doxycycline Minocycline Tetracycline Tigecycline

MIC50 / 90 % S (FDA) MIC50 / 90 % S (CLSI) MIC50 / 90 % S (CLSI) MIC50 / 90 % S (CLSI) MIC50 / 90 % S (FDA)

Staphylococcus aureus (2,000) 0.12 0.12 98.6a 

96.6b,c ≤0.06 0.5 97.1 0.06 0.12 97.6 ≤0.12 8 89.7 0.06 0.12 >99.9

MRSA (760) 0.12 0.25 96.4a 

92.5b,c ≤0.06 4 93.7 0.06 1 95.4 ≤0.12 >8 79.3 0.06 0.12 99.9

MSSA (1,240) 0.12 0.12 99.8a 

99.2b,c ≤0.06 0.12 99.2 0.06 0.12 99.0 ≤0.012 0.25 96.0 0.06 0.12 100.0

Tetracycline-R (178) 0.12 0.5 90.4a 4 8 67.4 1 >8 73.6 >8 >8 0.0 0.12 0.25 99.4
Staphylococcus capitis (11) 0.06 0.12 —d ≤0.06 1 100.0 0.06 0.06 100.0 0.25 >8 81.8 0.12 0.12 —
Staphylococcus epidermidis (187) 0.25 0.5 —d 0.25 4 93.6 0.12 0.25 97.9 0.5 >8 79.1 0.12 0.25 —
Staphylococcus haemolyticus (14) 0.12 0.5 —d 0.25 8 85.7 0.06 0.25 100.0 0.5 >8 50.0 0.12 0.25 —
Staphylococcus hominis (25) 0.06 0.5 —d 0.12 1 96.0 0.06 0.25 100.0 0.25 >8 88.0 0.06 0.12 —
Staphylococcus lugdunensis (81) 0.03 0.06 100.0a ≤0.06 ≤0.06 100.0 ≤0.03 0.06 100.0 ≤0.12 ≤0.12 97.5 0.03 0.06 —
Staphylococcus saprophyticus (68) 0.12 0.25 0.12 0.25 100.0 0.12 0.12 100.0 0.25 0.5 94.1 0.12 0.12 —
Streptococcus anginosus group (50) 0.03 0.12 96.0a 0.12 >1 — 0.12 >1 — 0.5 >4 64.0 0.03 0.06 100.0
Streptococcus pneumoniae (600)d,e 0.03 0.06 99.8b 0.06 >1 82.2 0.06 >1 — 0.25 >4 82.2 0.03 0.06 98.7

Penicillin-R (63) 0.06 0.06 100.0b 0.25 >1 55.6 0.12 >1 — 0.25 >4 55.6 0.03 0.06 98.4
Macrolide-R (230) 0.06 0.06 99.6b 0.12 >1 60.4 0.12 >1 — 0.25 >4 60.4 0.03 0.06 98.3
Tetracycline-R (107) 0.06 0.06 99.1b >1 >1 0.0 >1 >1 — >4 >4 0.0 0.03 0.06 98.1

S. pyogenes (199) 0.06 0.12 100.0a 0.12 >1 — 0.12 >1 — 0.25 >4 67.8 0.06 0.06 100.0
Macrolide-R (43) 0.12 0.12 100.0a >1 >1 — >1 >1 — >4 >4 14.0 0.06 0.06 100.0
Tetracycline-R (63) 0.12 0.12 100.0a >1 >1 — >1 >1 — >4 >4 0.0 0.06 0.06 100.0

Viridans group streptococci (201) 0.06 0.12 — 0.25 >1 — 0.12 >1 — 0.5 >4 62.2 0.03 0.06 100.0
Enterococcus faecalis (200) 0.06 0.12 100.0a 4 8 72.0 8 >8 37.5 >16 >16 25.5 0.06 0.12 99.0f

Tetracycline-R (146) 0.06 0.25 100.0a 4 8 62.3 8 >8 15.1 >16 >16 0.0 0.06 0.12 98.6f

Vancomycin-R (4) 0.12 — 100.0a 8 — 25.0 >8 0.0 >16 0.0 0.06 100.0f 
E. faecium (200) 0.06 0.12 —d 4 16 56.0 8 >8 48.2 >16 >16 19.1 0.06 0.12 —

Tetracycline-R (155) 0.12 0.12 —d 8 16 43.2 8 >8 33.5 >16 >16 0.0 0.06 0.12 —
Vancomycin-R (120) 0.06 0.12 —d 4 16 56.7 8 >8 47.5 >16 >16 10.0 0.06 0.12 —

CLSI, Clinical and Laboratory Standards Institute; FDA, United States Food and Drug Administration; S, susceptible; MRSA, methicillin-resistant S. aureus; MSSA, methicillin-susceptible S. aureus; R, resistant.
a ABSSSI breakpoint applied.
b CABP breakpoint applied.
c US FDA breakpoints published for MSSA (methicillin-susceptible S. aureus) isolates were applied to all S. aureus isolates.
d Breakpoint interpretive criteria are unavailable.
e Oral dosing (penicillin MIC, ≥2 mg/L).
f FDA breakpoints for vancomycin-susceptible isolates were applied to all isolates.

Bold, omadacycline MIC90 values.
Green, susceptible according to CLSI or FDA breakpoint interpretive criteria.
Yellow, intermediate according to CLSI or FDA breakpoint interpretive criteria.
Orange, resistant according to CLSI or FDA breakpoint interpretive criteria.

Table 2. Antimicrobial activity of omadacycline and tetracycline class comparator agents against 3,400 Gram-negative bacterial isolates collected from 
medical centers in the United States (2024–2025)

Organism (no. tested)
Omadacycline Doxycycline Minocycline Tetracycline Tigecycline

MIC50 / 90 %S (FDA) MIC50 / 90 %S (CLSI) MIC50 / 90 %S (CLSI) MIC50 / 90 %S (CLSI) MIC50 / 90 %S (FDA)
Acinetobacter baumannii-calcoaceticus species 
complex (400) 0.25 4 —a 0.25 >8 — ≤0.25 8 77.0 2 >16 — 0.25 2 —

Enterobacter cloacae species complex (400) 1 4 94.5b 2 4 90.2 2 4 91.2 2 8 88.7 0.25 1 98.8
Escherichia coli (800) 0.5 1 —a 1 >8 78.9 0.5 4 91.6 2 >16 72.6 0.12 0.25 100.0

ESBL-phenotype (172) 1 2 —a 4 >8 58.7 1 8 84.9 >16 >16 47.1 0.25 0.25 100.0
Haemophilus influenzae (354) 0.5 1 99.4c — — — — — — 0.5 0.5 99.7 0.25 0.5 83.2

β-lactamase positive (109) 0.5 1 98.2c — — — — — — 0.5 0.5 99.1 0.25 0.5 79.8
Haemophilus parainfluenzae (46) 1 2 97.8c — — — — — — 0.5 1 95.7 0.25 1 —
Klebsiella pneumoniae (1,000) 1 4 92.2b,c 1 >8 73.5 1 16 83.3 1 >16 73.5 0.5 1 97.8

ESBL-phenotype (255) 2 8 84.3b,c 8 >8 42.0 2 16 74.1 >16 >16 40.8 0.5 1 96.5
Carbapenem-R (18) 1 4 100.0b,c 2 8 83.3 2 8 72.2 4 16 83.3 0.5 1 100.0

Moraxella catarrhalis (604) ≤0.12 ≤0.12 —a — — — — — — 0.25 0.5 99.5 0.06 0.06 —
Stenotrophomonas maltophilia (200) 2 8 —a — — — 0.5 2 89.9 — — — 1 4 —

CLSI, Clinical and Laboratory Standards Institute; ESBL, extended-spectrum β-lactamase; S, susceptible; FDA, United States Food and Drug Administration; R, resistant.
a Breakpoint interpretive criteria are unavailable.
b ABSSSI breakpoint applied.
c CABP breakpoint applied.

Bold, MIC90 values.
Green, susceptible according to CLSI or FDA breakpoint interpretive criteria.
Yellow, intermediate according to CLSI or FDA breakpoint interpretive criteria.
Orange, resistant according to CLSI or FDA breakpoint interpretive criteria.
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